[Differential Expression Profiles of MicroRNAs between de novo and Complete Response Severe Aplastic Anemia].
To detect the expression of miRNA in de novo and complete response SAA patients and predict the targets of the miRNAs. The expression profiles of miRNA from bone marrow mononuclear cells of the SAA patients with de novo and CR were detected by miRNA microarray. Totally 35 up-regulated and 37 down-regulated miRNA were identified in CR SAA patients in comparison with de novo SAA patients. Furthermore, by predicting the targets of the differentlly expressed miRNA, it was found that some targets associated with T cell receptor signaling pathway and cell adhesion molecules. Some miRNA may be involved in the pathogenesis of SAA.